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Abstract

The expression of the TCP transcription factor family genes depends on miRNA,
whose effect on the translation of their mRNA is poorly studied. Interactions
between miRNA and mRNA were studied with the MirTarget program, which
allows estimating of quantitative characteristics of binding of the whole nucleotide
sequence of miRNA to mRNA. The analysis of binding of 125 miRNAs to mRNAs of
28 genes of the TCP family of Triticum aestivum L. revealed eight target genes for
miR319-3p, miR444a-3p, miR5086-5p, miR9666a-3p, and miR9780-3p. miRNA
binding sites in mRNA of the TCP family genes of T. aestivum were located in the

CDS only. Only 12 of 22 mRNAs of the TCP family genes of Oryza sativa L.

Your privacy

We use cookies to ensure the functionality of our website, to personalize content
and advertising, to provide social media features, and to analyze our traffic. If you
allow us to do so, we also inform our social media, advertising and analysis
partners about your use of our website. You can decide for yourself which

categories you want to deny or allow. Please note that based on your settings not

all functionalities of the site are available. |View our privacy policy

Manage Settings Accept All Cookies



javascript:;
javascript:;
javascript:;
javascript:;
https://link.springer.com/journal/11183
https://link.springer.com/article/10.1134%2FS1021443720040147/metrics
https://link.springer.com/
https://link.springer.com/signup-login?previousUrl=https%3A%2F%2Flink.springer.com%2Farticle%2F10.1134%2FS1021443720040147
https://link.springer.com/privacystatement

AC213524.3_FGP003, AC233950.1_FGP002, and GRMZM2G034638_Po1. Only
one miRNA was bound to mRNAs of the genes GRMZM2G035944_Po1,
AC190734.2_FGPo003, and AC205574.3_FGP006. miRNA binding sites were
located in the 5'UTR and CDS regions of mRNAs of the TCP family genes of Z.
mays. Ten of 27 TCP family genes of Arabidopsis thaliana (L.) Heynh. were shown
to be targets for the miR319-3p, miR4228-5p, miR4228-3p, miR5021-5p,
miR5658-5p, and miR8181-5p out of 429 miRNAs of A. thaliana. mRNAs of the
AT1G53230 and AT2G31070 genes had binding sites for the miR319¢c-3p, miR5021-
5p, and miR5658-5p, while mRNA of the AT3G15030 gene had binding site for the
miR319a-3p and miR4228-3p. Two miRNAs bounded to mRNAs of the genes
AT1G69690, AT3G02150, and AT3G47620. One miRNA bounded to mRNAs of the
genes AT1G30210, AT4G18390, and AT5G08330. miRNA binding sites were
located in the 5'UTR, CDS and 3'UTR regions of mRNA of the TCP gene family of A.
thaliana. mRNAs of six groups of the TCP family genes had binding sites for the
miR319-3p, miR444a-3p, miR5021-5p, miR5658-5p, and miR2102-5p, which
encode the oligopeptides QRGPLQS, STSETS, SSSSSS, HHHHHH, GGGGGG, and
AAAAAA conservative in the TCP family proteins of different plant species.
Quantitative characteristics of miRNA binding to mRNAs of plant transcription
factors of the TCP family, which participate in regulation of growth and

development of plants, have been predicted.
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